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Table 3. Hereditary Spastic Paraplegia Loci

Gene
SPG Chrom |MOI |Type |Families’ Origin Plr;oduct/ Reference
ocus
Size
Xqg28 >10 Jouet et al
1 q X | C L1CAM 1994]
Xqg22 >10 Keppen et al
2 q X | both PLP 19871
14q11.2- >20 _ Hazan et al
3 q243 D P wW Atlastin [1993]
Zhao et al
[2001]
2p21- >100 _ Hazan et al
4 p24 D | both w Spastin [1994]
Hazan et al
[1999]
8g12-13 >10 Hentati et al
5 q R P W 3.8cM [1994]
15q911.1 2 Fink et al
6 D P w NIPA1 [1995]
Rainier et al
[2003]
16924.3 8 i Casari et al
7 a R | both ll__tallanr/] Paraplegin [1998]
renc De Michele
et al [1998]
8g23- >5 Hedera et al
D P Caucasian | KIAA0O196 [1999]
8 q24 :
Valdmanis et
al [2007]
10923.3- 2 Italian/ Seri et al
9 242 | D C British | +8MP | [1999]
12913 D | both 4 Reid et al
0 , [1999]
10 Caucasian KIF5A Reid et al
[2002]
15q13- >20 Martinez
11 q15 R || both W spatacsin Mu[:'g%g]t al

Stevanin et




Gene
Product/

SPG Chrom |MOI |Type |Families’ Origin L Reference
ocus
Size
al [2007b]
19913.1 3 Reid et al
12 q D | P W 3.3¢cM (2000]
2q24- D P 1 Fontaine et
al [2000]
13 q34 French HSP60 ||\ con et al
[2002]
3q27- R C 1 . Vazza et al
14 328 Italian 4.5 cM [2000]
14 2 . Hughes et al
15 q R | C Irish ZFYVE26 | " 1o001;
Xq11.2 2 Steinmuller
16 a X | both Japanese/ NOR ins. | St al [1997]
Caucasian * | Tamagaki et
al [2000]
11912- | D C >10 w Seipin Patel et al
17 a4 [2001]
19 9g33- D | P 1 Italian Not found | Valente et al
q34 [2002]
. , Patel et al
20 139123 | R C 2 Amish Spartin ?2%09218
21 15922.31 | R C 1 Amish Maspardin | Simpson et
al [2003]
Xq13.2 >10 Claes et al
C [2000]
22 w MCT8 Bohan &
Azizi [2004]
Schwartz et
al [2005]
23 1q24- R C 1 Arab- 25¢cM Blumen et al
q32 Israeli [2003]
13914 R P 1 Saudi Hodgkinson
24 Arabian 1.8-Mb | et al [2002]
6q23- R C 1 . Zortea et al
25 qg41 Italian Not found [2002]
. Wilki t
26 | 12PMA-FRC 1 Kuwaiti | 22.8¢M | [2005)

ql4




Gene
Product/

SPG Chrom |MOI |Type |Families’ Origin Locus Reference
Size
10922.1- | R P 2 French Meijer et al
27 q24.1 Canadian | 196 <M [2004]
- Bouslam et
28 1 2(:‘2221 :'33 R P 1 Moroccan | Not found §|“[328{)"5f
- Orlacchio et
29 15311_'11 b ¢ 1 Scottish | 22.3cM | 5 [2008]
30 2q373 | R | C 1 Algerian | Not found K"[e;gogt] al
Zuchner et
. al [2006a]
31 2p12 D | P 6 Caucasian? | REEP1 | S 4 ->°
al [2006b]
- Stevanin et
32 1 4211 2 R Portuguese | 30-cM a|e [\gg?aﬁ
10924.2 1 Mannan et al
33 g D | P ? ZFVE27 |
Xq24-25 | R P 1 3 Macedo-
34 Brazilian 14cM Souza et al
[2008]
16921- R C 1 . Dick et al
35 q%s Omani | 20.4 Mb [2008]
12923- reserved
36 o4 D
8p21.1- Hanein et al
37 513.3 D P French 43.5 cM [2007]
- Orlacchio et
38 4511 ol I 2 ltalian | 13.1cM | a1 12008
8p12- R C 2 . Al-Yahyaee
unknown p1p1 21 Omani et al [2006]

D = Dominant
R = Recessive

P = Pure

C = Complicated
MR = Mental retardation

TCC = Thin corpus callosum
W = worldwide

Modified from Soderblom & Blackstone [2006] and Tallaksen et al [2001]
' According to OMIM
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